DFW WP3 — TOOLKITS FOR BREEDING
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The more elite varieties become the harder it gets to

Infroduce diversity info them
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Strategy for allele mining and deployment sBBSRC

bioscience for the future
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* 1742 lines ready
* Deposited in GRU
* Axiom 35 K genotyped

* Grown at developer sites- mostly JIC, NIAB, /
Nottingham Uni

* When sufficient seed is available they undergo /
central DFW testing
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Multi site breeder trials coordinated by
GRU
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Near isogenic lines carrying 7BL segment from
Watkins landrace increase yield
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